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<212> DNA 

<213> Homo sapiens 

<400> 1 ' ' " 

tcggtcgcct gagaggtatc acctcttctg ggctcaagat ggacaacaag aagcgcctgg 60 
cctacgccat catccagttc ctgcatgacc agctccggca cgggggcctc tcgtccgatg 12 0 
ctcaggagag cttggaagtc gccatccagt gcctggagac tgcgtttggg gtgacggtag 180 
aagacagtga ccttgcgctc cctcagactc tgccggagat atttgaagcg gctgccacgg 240 
gcaaggagat gccgcaggac ctgaggagcc cagcgcgaac cccgccttcc gaggaggact 300 
cagcagaggc agagcgcctc aaaaccgaag gaaacgagca gatgaaagtg gaaaactttg 360 
aagctgccgt gcatttctac ggaaaagcca tcgagctcaa cccagccaac gccgtctatt 420 
tctgcaacag agccgcagcc tacagcaaac tcggcaacta cgcaggcgcg gtgcaggact 480 
gtgagcgggc catctgcatt gacccggcct acagcaaggc ctacggcagg atgggcctgg 540 
cgctctccag cctcaacaag cacgtggagg ccgtggctta ctacaagaag gcgctggagc 600 
tggaccccga caacgagaca tacaagtcca acctcaagat agcggagctg aagctgcggg 660 
aggcccccag ccccacggga ggcgtgggca gcttcgacat cgccggcctg ctgaacaacc 720 
ctggcttcat gagcatggct tcgaacctaa tgaacaatcc ccagattcag cagctcatgt 780 
ccggcatgat ttcgggtggc aacaacccct tgggaactcc cggcaccagc ccctcgcaga 840 
acgacctggc cagcctcatc caggcgggcc agcagtttgc ccagcagatg cagcagcaga 900 
acccagagtt gatagagcag ctcaggagcc aatccggagt cggacgccca gcgccagcaa 960 
cgacgaccag caggagtgac gctgcctgct cccggtgtga ccgcgtcctt ccctggccga 1020 
cccgaaggaa gccttctggt tgtctgccac ttcctcctgt tggactgcct gagagagggg 1080 
aagagagaga cctcggacct gcatgtcaag atggattttc cccttttatc tctgccctcc 1140 
tccactccct ttttgtaact cccttacagc ccccagaccc ttcttgaaac gagagccagc 1200 
aagctgagca cagaccagca gcgacctccc ttccagcccc cagaaagctc ggtcacttga 1260 
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gtgttttcta gaatcctggg gtgctcccgg gccgctctca gagaagtggc aggtttcacg 1320 
ttcagccgtg tggcggatcg tgtggcttcc aaagcctttt acagcccccg ccccccatcc 1380 
cgtggtctgt ctgcaggaac tctcccgtct gtgagaagcc tctttccgag tcgacctccc 1440 
ggccaccccg gccctgtgcc tgctcggaag agctcactgc cagctgcggc ctgggcaccg 1500 
cgggccatgt gtgnttgcat gaggaactct ttagtggcag acacctaaga gacggctgcg 1560 
gtcaccccac gcctccgtgg ctcaggagcc gtcctgggtg cataggacca gtttctgtga 1620 
cttttctcca gttgggcatg^ ttgacagaca tgtttcccct cctcccaccc tcattttctg 16 80 
gtcctcgcga ctgagagcca ggggcgacat catgaccttc tgtcccggcc gccttagccc 1740 
cgggaacagg gaagggagct gggccgtttc tgtctgtgtc ccatcctgct gtccttctgt 1800 
cctggatgtt tcatgggccc ggggcccccc agggaagctt acccctcctg tgctgggtgg 1860 
aggccacggg acacctcagg tgccacccac cttggcccta aaacagccac caggaaagca 1920 
gccggagagc cggacagcgg gcagcctgtc tgggttcctg aggcctgggg gtggcagacg 1980 
aacccacggc gccgtggtcc cagcagcagg gttgtcagtc ggagcatcct ggggctccct 2040 
ggctcctggc cgtctgtgag gtaggngcag taccgtgtat cgtaggtagc agtaggaacg 2100 
ggggccaccg cggccctgca gccgttcatg gcggtgaggt gtgtgccaag cccacccggg 2160 
gtgcagggcg tgac 



•*sl <400> 2 



<210> 2 
<211> 382 . 
<212> PRT 

<213> Homo sapiens 



Met Asp Asn Lys Lys Arg Leu Ala Tyr Ala He He Gin Phe Leu His 
r 5 10 15 

Asp Gin Leu Arg His Gly Gly Leu Ser Ser Asp Ala Gin Glu Ser Leu 
20 25 30 

Glu Val Ala He Gin Cys Leu Glu Thr Ala Phe Gly Val Thr Val Glu 
35 40 45 

Asp Ser Asp Leu Ala Leu Pro Gin Thr Leu Pro Glu He Phe Glu. Ala 
50 55 60 

Ala Ala Thr Gly Lys Glu Met Pro Gin Asp Leu Arg Ser Pro Ala Arg 
65 .70 75 80 

Thr Pro Pro Ser Glu Glu Asp Ser Ala Glu Ala Glu Arg Leu Lys Thr 
85 90 95 

Glu Gly Asn Glu Gin Met Lys Val Glu Asn Phe Glu Ala Ala Val His 
100 105 HO 

Phe Tyr Gly Lys Ala He Glu Leu Asn Pro Ala Asn Ala Val Tyr Phe 
115 120 125 



Cys Asn Arg Ala Ala Ala Tyr Ser Lys Leu Gly Asn Tyr Ala Gly Ala 
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130 135 140 

Val Gin Asp Cys Glu Arg Ala He Cys He Asp Pro Ala Tyr Ser Lys 
145 k ^ 150 155 160 

Ala Tyr Gly Arg Met Gly Leu Ala Leu Ser Ser Leu Asn Lys His Val 
165 170 .175 

Glu Ala Val Ala Tyr Tyr Lys Lys Ala Leu Glu Leu Asp Pro Asp Asn 
180 185 190 

Glu Thr Tyr Lys Ser Asn Leu Lys lie Ala Glu Leu Lys Leu Arg Glu 
195 200 205 

Ala Pro Ser Pro Thr Gly Gly Val Gly Sef Phe Asp He Ala Gly Leu 
210 215 220 

Leu Asn Asn Pro Gly Phe Met Ser Met Ala Ser Asn Leu Met Asn Asn 
225 230 235 240 

Pro Gin lie Gin Gin Leu Met Ser Gly Met lie Ser Gly Gly Asn Asn 
245 250 255 

Pro Leu Gly Thr Pro Gly Thr Ser Pro Ser Gin Asn Asp Leu Ala Ser 
260 265 270 

Leu He Gin Ala Gly Gin Gin Phe Ala Gin Gin Met Gin Gin Gin Asn 
275 280 285 

Pro Glu Leu He Glu Gin Leu Arg Ser Gin Ser Gly Val Gly Arg Pro 
290 : 295 300 

Ala Pro Ala Thr Thr Thr Ser Arg Ser Asp Ala Ala Cys Ser Arg Cys 
305 310 315 320 

Asp Arg Val Leu Pro Trp Pro Thr Arg Arg Lys Pro Ser Gly Cys Leu 
325 330 335 

Pro Leu Pro Pro Val Gly Leu Pro Glu Arg Gly Glu Glu Arg Asp Leu 
340 345 350 

Gly Pro Ala Cys Gin Asp Gly Phe Ser Pro Phe He Ser Ala Leu Leu 
355 360 365 



His Ser Leu Phe Val Thr Pro Leu Gin Pro Pro Asp Pro Ser 
370 375 380 



<2X0> 3 
<211> 2 3 
<212> DNA 
<213> Other 

<400> 3 

agtagtacat catatgcaac eta 

<210> 4' 
<211> 21 
<212> DNA 
<213> Other 

<400> 4 

tccacacagg atccccataa t 

<210> 5 
<211> 31 . 
<212> DNA 
<213> Other 

<400> 5 

egggatcegg tgcgagagcg teggtattaa g 

<210> 6 

<211> 28 

<212> DNA . 

<213> Other 

<400> 6 

gctctagacc tgtatctaat agagcttc 

<210> 7 
<211> 21 
<212> DNA 
<213> Other 

<400> 7 

ggccagatga gagaaccaag g 

<210> 8 
<211> 27 
<212> DNA 
<213> Other 

<400> 8 

caaagagtga cttaagggaa gctaaag 
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<210> 9 
<211> 21 
<212> DNA 
<213> Other 

<400> 9 . 

-cctatagctt. tatgtccgca g 21 

<210> 10 
<211> 27 
<212> DNA 
<213> Other 

<400> 10 

ctttagcttc ccttaagtca ctctttg 27 
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